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Result of STR matching analysis by your data.
- DSMZ Profile Database -
A graphical presentation is shown at the bottom of this page.
L
Cell No. Cell name Ocus names i
EV D5S818 | D135317 | D758820 | D165539 | VWA THO1 |AM | TPOX | CSF1PO | Figures
Query (Your Cell) 17,17 1313 77,12 17,12 1418 683 |xx| 71,12 1513
1.00(36/36) | HTB-9& U-2 Os 11,11 13,13 11,12 11,12 1418 69.3 | XX|1112] 1313 -
0.89(32/36) 785 J-2-05 B11 13,13 11,12 11,12 14,18 69.3 |[XX|1112] 1213 -
0.67(24/36) | HTB-107 | SWS579 [SW 579 SW-579] 11,11 13,13 8,9 11,11 1418 89.3 |XX| 810 1313 -
0.65(24/37) | RCB1021 T3M-4 11,11 10,13 12,12 11,12 181921 19.39.3 | XX|1112| 1010 -
0.61(22/36) 185 LCL-HO 11,11 13,13 8,12 13,12 1418 79.3 | XX]| 911 9.1 -
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