MRS S R B S TR
Cell Line Authentition

Service

STR ERE MRS
HFmiER
Hnms:

EFELRE VNG
20210302-14 20210302-14
HmE: 1
HEREK: mex

MR : STR

et EIRECYNRERAS



WAL FETIANGENIEEEMBSHABIRNDNA, RFA23- STRYEART
18 7EABI 3130XLESEMESHHY EXISTRAAAMERIEEAmelogenin, Yindeli#

(TR,
e R
(—) RBRESER
seuRE - TRARR JNEE
20210302-14 F=} OCI-AML-2 DSMZ

o ZEMEEIE=EHIRIAIERIR,
o FRMMEMHESBLERET.

(Z) BEFhhit

ECACifeR
e

EV ({E

1.00

e 20210302-14: ZH4HHDNA SEIEMBEAMRFREIRE SITERAMIRA, DSMZ #EReEmdn
j32 7 OCI-AML-2, “REESRIR 99. AREMEZER R EMSSHEE.

& SR SKERT ATCC, DSMZ, JCRB 1 RIKEN SIRREROARIR AR STR HaRH(TLL

%, SRTLA AR REARIRIG T AT R,
() BESRER

#B120210302-1449 STR fissfAmelogenin ., YindelSiSaO R E S BER

4N STR ER

BRI STR 58

Loci I 20210302-14

{RpERE4RIE S OCI-AML-2

Allele1 Allele2 Allele3 Allele1 Allele2 Allele3
Yindel 2 --
AMEL X Yy X Y




D351358 16 16
D135317 11 12 11 12
D75820 12 12 12 12
D16S539 12 13 12 13
D8S1179 12 15
Penta D 9 12
D19S433 13 14
D55818 12 12 12 12
D21S11 29 29
TPOX 11 11 11 11
D1S1656 11 17.3
D6S1043 17 19
D25441 10 10
D12S391 25 26
D251338 23 25
viiA 14 17 14 17
Penta E 12 14
THO1 6 9.3 6 9.3
D18S51 13 14
CSF1PO 10 12 10 12
FGA 19 211 24




H {t i BB

(=) PEARRMRSTH

1 | Yindel  D195433 | D25411 | THOI

| PR1 AR2 | PR3

AMEL | D5s818  D125391 |  D18S51

| D3s1358 | D21S11 | D251338 = CSF1PO

| D13s317 | TPOX | VWA | FGA

| D16S539 | D6S1043

D8S1179 |

2
3
4
5 | D80 | DIstese | PENTAE |
7
8

PENTAD | | |
SERTTRRALR
(Z) STREMEFELLS

AN EIRFA DSMZ tools BHTAIBELLYS, HPESKETF ATCC, DSMZ, JCRB #1 RIKEN #iE
EER92455 MR STREURE. NRIFEMLRIEFRI R T AR IX R BT R RIS TiE
BHTHERS, P RRIBEE S RS R BT SHEIRREH T,

F&HHA: 20214F03H16H



110 150 190 200 #0 350 430 470
000 1
- ! !! h i
ol i A " J ¥ a A & %h i A A " i
] ] Eilljg_‘ ] é ] B &
1210302-14 (]
e L el e U s i L LI — ]
110 150 230 270 310 350 350 430 an
3l
ae PR & = 3 | ﬁ . i A i A A
03 sl 1l [ 73 ]
e
_—_ﬂ_
"o 150 150 220 270 Ho 350 330 &30 470
o |
|
m; “li “ Jl A " lk. A A id A A
g Ebl_ﬂ B 62 [ i g
P T ' ;
"o 150 180 230 270 0 350 * Ll = a7
m] J\ 4 i \ i I 4
s 5 sl Li i :
&3 l% 7] my e |
_ﬁr-;i‘“{-»- S 2 z =y g
Resuit of STR matchmg analysis by your data. 1\ -
*fﬂ fb% Proﬁla Dghbase -
A graphical presentation is shown at the bottom of this page. e R .
' Cell No. Cell name 4 |
EV ! : 955318_ 01355_17 D75820 |D165539| VWA | THO1 |AM|TPOX|CSF1PO
" Query (YourcCel) | 1212 | 11,12 | 1212 | 1213 | 1417 | 69.5|XV|11.17| 1072
1.00(36/36) 99 OCI-AML-2 12,12 | 11,12 12,12 12,18 1417 | 69.3 [XY|11,11] 10,12 -
0.78(28/36)] CRL-5829 NCI-H250 1132 1 1112 10,12 912 1417 | 69.3 |XY|11,11] 1010 -
0.72(26/36)| CRL-1473 HT-1197 1212 11.12 11.12 1213 16,18 169.3 IXYI11.12] 1112 -




